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JEICEATHZ LIRS, JEWEETOZ e R Y 7 RIS L. (D fpaERE EicsT
% RAMP & vy b = BARERSZ RR O B AE R 5 s i i & SR e 7 v
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WFFERRE DT (330) : (D I developed a system for the identification of proteins interacting
with a given target protein, by site-specific incorporation of a photo-reactive amino acid
into the target protein, in vivo photo-cross-linking to interacting proteins, and
identification of thus captured proteins by comparative quantitative mass
spectrometry analysis. A novel long chain photoreactive amino acid was also
successfully incorporated into proteins, which enables wide-range photo-cross-linking
of proteins. (IT) I showed how RAMP and calcitonin receptor-like receptor interact with
each other on the membrane of living cells by X-ray crystal structure analysis and
site-specific photo-cross-linking assay.
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