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Jii il D 2B O T T U miR-21 23 A AR I MR BL L T\ D Z & 2B 6T LT,
WFZE R R O EE (L) : Invasion—associated microRNAs in lung adenocarcinoma were
identified by microarray analysis of microRNA. The samples were microdissected from
invasive and non—invasive parts of small lung adenocarcinomas. Among 143 microRNAs
differentially expressed by more than 2-folds, sequential gqRT-PCR study validated five
microRNAs (miR-21, miR-107, miR-141, miR-146a, miR—451) as invasion—associated microRNAs,
regardless of EGFR gene status. We also identified BTG2 gene as the target of mir—146a.
As for the stromal cells in invasive part of lung adenocarcinoma, the combination of
immunohistochemistry of smooth—-muscle actin and 7n situhybridization of mir—-21 revealed
strong expression of miR-21 in myofibroblasts.
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