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Analysis of positive selection process during T cell development
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e R OBEE (F£30) : Our bodies are protected from foreign bodies with sophisticated
immune system. Establishment of acquired immune system should be highly regulated.
Because destruction of this process means that ourselves might be exposed to attack from
our immune cells. It is very important to understand how suitable T cells are selected to
develop. In this study, I revealed how the transcription factor, that is essential for this
process, regulates downstream genes to achieve it.
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