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PR RO (F130) - DB A BRI Tbxb 1% DNA [EERCIEML S5 U iR bEE#E DNA-PK
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Ku80, DNA-PKes OIBHTIFEFIZ L VW 5 L7, S289A, S301A 72 & ONZ HZ BRI ANP DEMEAL,
AE. Nkx2-5 & OWHFHEEIMET LTz,

WFFeR B DS (J532) : Tbxb associates with DNA-PK complex (Ku70, KU80, and DNA-PKcs)
and it is phosphorylated at Ser289 and Ser301. A DNA-PK inhibitor suppresses the
activation of ANP promoter—luciferase and overexpression of either Ku70, Ku80, or DNA—PKcs
increases . The mutation of S289A, S301A, and S289A/S301A decreases its ability to
activate ANP promoter and synergistic effect with Nkx2-5.
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