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WFZE RS O (3530) : To determine the involvement of DNA methylation in the regulation
of the resistin gene expression, we analyzed the DNA methylation of the resistin gene in the
general Japanese population. Serum resistin is strongly regulated by genotypes of single
nucleotide polymorphysm (SNP)-420 in the promoter region of the resistin gene. We selected
5 CpG loci for the methylation analyses around SNP-420 in the promoter region of the resistin
gene. We found that these CpG loci could be available for the analyses of the association
between serum resistin and the DNA methylation. Of five loci, we found the most useful
CpG locus and used it for further analysis. We have analyzed the DNA methylation in about
500 subjects in the general Japanese population. Methylation analysis is now goin on with a
goal of 2000 samples.
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