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The purpose of this study is to analyze gene expression profiling in a neuron-specific
manner. We tried to establish Translating Ribosome Affinity Purification (TRAP) method.
We tried to generate transgenic mice, in which the fusion protein of EGFP and N-terminal
portion of large-subunit ribosomal protein Ll0a was expressed in a Cre
recombinase-dependent manner (CAG-CAT-EGFP-L10a). AGRP  neuron-specific
EGFP-L10a expression is accomplished by crossing CAG-CAT-EGFP-L10a with AGRP
neuron-specific Cre recombinase transgenic mice. Now we have several lines that have
transgene.
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