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Genome—wide association study of panic disorder in the Japanese population.
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In this study, we conducted a genome—wide association study (GWAS) in two independent data sets
using the Affymetrix Mapping 500K Array or Genome—Wide Human SNP Array 6.0. We obtained
imputed genotypes for each GWAS and performed a meta—analysis of two GWAS data sets (718 cases
and 1717 controls). For follow—up, 12 single—nucleotide polymorphisms (SNPs) were tested in 329 cases
and 861 controls. Gene ontology enrichment and candidate gene analyses were conducted using the
GWAS or meta—analysis results. We also applied the polygenic score analysis to our two GWAS samples
to test the hypothesis of polygenic components contributing to PD. Our findings suggest that large sets

of common variants of small effects collectively account for risk of PD.
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