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1. We found TCF7L2 binding site in the promoter domain of microRNA. Especially, we found
the TCF7L2 binding site in the promotor region of mir—-129 which is involved in the
poor progonosis of the patients with esophageal cancer.

2. We performed siRNA of beta catenin using esophageal cancer cell line TE11l. And si-
beta catenin induced the cell death of esophageal cancer cell.

3. We analyzed the comparison between the clinico—pathological factor and the data of
immunohistochemistry of beta catenin, E cadherin and TCF4.
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