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MR iERE4 (EX) The mechanism of cancer cell invasion identified by micro-RNA
expression at the invasive front of prostate cancer.
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WFFER R OB (Fus0)  ANZERAERBRITIC T O A 72 MR O F M IRIRE O B Je a0 (invasive
front) & IEIRIEHE 53 micro-RNA (miRNA) JEBL N & — U Z ity L, REICBAG- 4 2 miRNA D [RE
ik tz, AR L O —BE ORI RBL Y — > DR K& <, invasive front &I
RS ICB W CHBEICREILA R/ 5 niRNA (Z[FE TE 9, miRNA [XATZ R OFREICB W T
52 e BIEIT RN 2 LRI ST, AFEORER & LT, o 78 (n=32) MRERT
HLHEE, T IUO miRNA BEOIE SO NI R E W ENZTF b, BiZIRE DR
T2 miRNA 3B BT 2 BN TEE LR DR EITHOLERH D EE X LT,

WIS OMEZE (3C) : The aim of this study is to elucidate the molecular mechanism of
prostate cancer cell invasion using micro-RNA (miRNA) expression analysis.
Paraffin-embedded human prostate cancer tissues were used for this study. The miRNA
was extracted from the invasive front and noninvasive part of cancer lesion. Individual
prostate cancer expressed various miRNAs. Unexpectedly, the miRNA expression pattern
at the invasive front was not significantly different from that of non-invasive part of cancer.
The major limitation of this study is small sample size (n=32), and the quality of miRNA
extracted from paraffin-embedded tissues. From this study, miRNA may not influence or
play an important role for the prostate cancer invasion, but we cannot reach the conclusion.
Further investigation should be done to answer this principal question.
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(2) PR RIS IR BE O i O BT SE R 1R
FriR e 2358 < | B2 N R EE R
Gleason pattern [XA7NZIRIE OFFREEE L2
BRI Lo THHS LTV D, L LiRER
Y FEMEE (Gleason pattern or score) & ¥i
PR 7RI OFEE (T stage) (3447 L HAH
BIL7Z2v, E72, [Rl—ORTSZ AR A6 B
FHIEMEE DR Z M RET D 2 &
EUIR UIERERT 223, BN O S Ol
JRPTIRE OFEE (T-stage) #HEL TWD &
FIRB 220, b bR ORI LS
VN T2 BULE O 955 BR 7 A B2 T 125 L0 R e oD 12 1F
REZ D IEMEZR 22 LTI\ L RIS,
e 0D = 1 RE 45 D B e 13 4y - MR S
EEREITRIIAREEEZ N D,

() IRHHEZ S L TV 2R WAl & ik L
T. EMT(epithelial-mesenchymal
transition) & #% CIRIH D e bl
(invasive front) (ZEIEE Lo MAaIL, &
BRMOZLICHE £ 63, BERRBEHHROL
fEZ o THRY | JREIEEFZI T 5 invasive
front OOFEHT IZHEHNE 0> = RS O iR B | i
HTHEEREREFOLEZLNLD,

(4) JIEH L 658 B O 5 1 I BT 2B
THHREITHASNDS OO, RWFZEORE
ME U CIHER BRI Dl 2 ol g [
DREREITEE L TV s & BT
T CITIRE - I EE & IR AR IR 2 E

A L o= BMT & i ¥ o MET
(mesenchymal-epithelial transition) % i
Z L7 MR & DHERTH Y | M A3 R
FEE TR T 2 I O RIERE 2 iEA 95 12
(30 L TV R W EAZT B D,

(5) UTHE microRNA (miRNA) & FRIEH 2 3851
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DU T =Yt L, LOM(T A B 1E) & T
BAPREE TIZ 1) 121M D & i & (invasive
front) & 2) FERHEHE /I KOV 3) IEF IR
i o\ CHARREE T8I0 L. RNA ZHhit
L7,

(3) RNA fliH % > b (Qiagen £1) Z HV T
total RNA ZHlii L 72, miRNA labeling and
hybridizationkit (Agilent ft) Z Fv T Cy3
(ZTT I, NATVZAZL, miRNA <A
a7 LA (Agilent £1) Z1T-7=, 7 LA 1%
I 7 F VR L Feature extraction
software (Agilent #t) &2 HW\TZ D58 %2 H|
E L7,

(4) =47 a7 LA DT —H% GeneSpring
GX software (Agilent f) 2T T A X —fEMNT
ZATVY miRNA FEEL N2 — 125 % invasive
front | FEREER/rF6 K OUEF BAHAR D 7348
MATRE N 2 fiftr L. RIEICEA BT 2
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