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Proteome analysis of the Clostridium cellulovorans after culture in various carbon sources
demonstrated to find enzymes which are necessary to reconstruct a cellulosome. Not only
several carbohydrate enzymes but also proteins of unknown function were detected.
Genomic DNA coding for scaffolding protein cbpB and 10 cellulosomal enzymes were
detected by proteome analysis were subcloned in order to express and produce the
recombinant protein to reconstruct a cellulosome.
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