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WA R OMEEE  (Z230) : The research project was funded by a ‘challenging exploratory’

research grant. The project aimed to search for design rules for inducing gene
up—regulation by synthetic short RNA molecules that target the promoter region of each
gene. Synthetic RNAs were designed to target upstream antisense transcripts. In total

25 genes were tested in 2 cell lines. Four potential short activating RNAs were identified
for EGR2, NANOG, SPI1, MAFB, however the effect was small and did not work in both cell

types. Unfortunately the experiments did not result in any publications.
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MAFB_AS 1.06] 1.15| 105 1.4
EGR2_AS1 092 114 227 1.9
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