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WFgEp DO E (L) : Focusing on the high transformation efficiency of the
hyperthermophilic archaeon 7Thermococcus kodakarensis, we explored the possibilities of
performing wide-scale DNA recombination. Mutant strains displaying uracil or tryptophan
auxotrophy were used as host cells, and selection was based on their prototrophy. We were
able to obtain prototrophs using the genomic DNA of wild-type 7. kodakarensis. By
inserting a small DNA fragment from the DNA donor beforehand, we were able to obtain
transformants using genomic DNA from other hyperthermophiles.
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