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WFFERL T DOEZE (J530) : We aimed to develop the method to analyze the DNA methylation
level using Methylated DNA Binding protein (MBD) and Zinc finger protein fused
luciferase (Zif-luciferase) and carried out the research as follows;

1) We developed the novel method for analyzing the DNA methylation level using MBD and
Zif-luciferase.

2) We designed and constructed the novel Zif-luciferase which enable us the analysis of
DNA methylation level of the gene region of androgen receptor which relates to the
canceration.

3) We succeed in the analysis of the DNA methylation level Zif-luciferase. We also succeed
in the analysis of the DNA methylation level of the p16 gene region which suppressing
canceration. Therefore we can say our method is expected for broad application of the DNA
methylation analysis of various target gene region.
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