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WFFER RO R (3230) @ Dysfunction of the endoplasmic reticulum (ER), namely ER stress,
activates an ER-located transmembrane protein Irel. In the present study, we have
noticed interaction between Irel and an ER-located zinc-ion transporter Zrgl7 in yeast
cells. Zrg17 was highly phosphorylated in IRE1 cells but not in irel A cells cultured in
ER-stress conditions. We propose that Irel activated through zinc deficiency directly
phosphorylates and stabilizes Zrgl7 for efficient incorporation of zinc ion into the ER.
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