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Protein microarrays, in which thousands of proteins are spotted on a slide glass, i1s a
powerful proteomic tool for high-throughput parallel analysis of protein interactions. We
have developed an on-chip transcription/translation microarray, in which protein synthesis
is done on a slide glass by cell-free expression systems and subsequently captured by
antibodies immobilized on the slide glass. We further developed on-chip co-expression
microarrays that co-express a bait protein and a prey protein in a single spot. This
approach has an advantage that a variety of combination of bait and prey proteins can be
analyzed immediately on a slide. We used transcription factors Jun and Jun-binding
proteins as a model, and successfully detected protein-protein and protein-DNA
interactions by the on-chip co-expression microarray.
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