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EATav vy IV AT AOHT, SPC21 TiE7a < SPCI8 73, EGF 38 X ON TGF o D 43 % il 1)
L. ZOmFEFEBLIL EGFR OIEME L 2 & L 7=, SPCI8 Hik A {ERk L. SPC18 #E A i fE Yeta C
fiffT Lic & 2 A, SPC18 Btk B iEBI LRI L THEIC TR AR Tho7o, o, 8
AAE CIE miR-143 13X A F/AKIZ K- THRENHI 2521 T6F B OFBLAHIE L TWH Z L Z2H 6
M LT,

MR OB (3E30) -

In protein processing system, SPC18, but not SPC21, regulated secretion of EGF and TGF
a by cancer cells and activated EGFR. SPC18-positive gastric cancer patients, monitored
by immunostaining using anti—SPC18 antibody produced by our laboratory, showed worse
prognosis. Down-regulation of miR-143 by DNA methylation regulated TGF 3 expression.
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HALE R IT D ARED S 6, BHETIE 40%
b, ZPETH 30% L EEa TRy, 20
HEZE b TEETHD, HigH LTI
F TIZ. SAGE (serial analysis of gene
expression) ¥5I L OV CAST (Escherichia
coli ampicillin secretion trap) &% W
C. Reg VI, MIA., OLFM4, ADAMTS16, DSC2 73
EOBEBZW O LD R0 H 5 1E

BNz 5 microRNA (miRNA) OO B EMEIEH &
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BE), RELERIL, Y7 FIARTTFE—F
WZ X o TUIWr &, B IEE & 72 0 /M a
EHMAEDOREA c =2 R A h—3 A& T
AN S D, HREE DI, SAGE 7 —
A gL UT-ET 25, signal peptidase
complex 18KDa (SPC18) 73 & DO HESTEE & B4
WIS ARBEE LRI aRx kDT, &
H7uaty T 0 7V ATAIFERTHZED
D TCEHFMRA N T T V=T, BIEK
F oA A DIENALT N T AETER
T HIREIZE, S DITIREOENRIT D
HOEHFEEIND,

2. WO HBY
BTty U IV AT LAORT, NAD
HFESCo b, AE A, B - [MZERAT EMT
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BRI A TH D, b, HLEE
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WAL, HEEE OIX. PRABRHFIZE W
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BT % miRNA DEE

Human microRNA Targets 2 miRNA T — %
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