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Structural basis for the epigenetic regulation by UHRF1 interacting
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In this proposal, we focused UHRF1/2 proteins, which are key molecules of epigenetics
regulation. To obtain the fundamental role of epigenetics, we performed the
structural and biochemical study of UHRF1 interacting proteins and UHRF2. We revealed
the function of UHRF1 interacting proteins and the mechanism of complex formation, and

also showed the DNA binding property of UHRF2.
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