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Analysis of genome-wide DNA methylation profiles of the brain in
mice exposed to diesel exhaust during fetal period.
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e R OMEEE (330) : Diesel exhaust (DE) was exposed to pregnant mice and genomic DNA
was obtained from offspring. Subsequently, genome-wide DNA methylation analysis was
performed. The results indicated that prenatal DE exposure disrupts the construction of
DNA methylation pattern in the brain of offspring. It is also suggested that disrupted
DNA methylation pattern is sustained during growth. Our findings provide the important
information to clarify the effects and mechanisms of functional impairment of the brain
induced by prenatal DE exposure.
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