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Chromatin structure has fundamental roles in gene expression, which could be
re-organized as conditions and circumstances of the cells change. In this study, we
have tried to understand the molecular mechanism and the roles of the structural
changes in chromatin during aging. ChlP-seq method was applied to identify the
binding sites of chromatin factors throughout the genome in mammalian brain. Our
results indicated that during the critical period in which the plasticity of the brain
increases, Otx2, the essential transcription factor, and cohesin, the regulator of higher
order chromatin structure, act cooperatively for gene regulation.
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