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WFIE e B o % (223X ) : Due to the huge dynamic range of proteins amount,
the detection of proteins expressed in low copy number by conventional proteomics based
on mass-spectrometry is a major challenge. To solve this issue, we developed novel method
to detect and quantitate human proteins by the combination of MRM, target proteomics
and recombinant proteins generated from ¢cDNA library. Using this system, we obtained
information about the absolute expression level of many proteins including low abundant
proteins that were difficult to detect.
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