P 1 3¢

#xXc—19

N H |

HEAREWRERZ (BEZHREME) ARBEBREE
VR 2 54 5 A 31 HBUE

HBEIES - 63801

BiRiER - HFHE B)

FHFREAR - 2010~2012

FAREES : 22710061

MRFER (X)) ERAERBRAEDORELIES, RS DNA D57 ELHE

HEiEER (EX) Analyses of segregation of chloroplast nucleoids

MRARE
B2 tni¥ (KABEYA YUKIHIRO)
EiLEEFHER - HoFEEL S — - HEHRE
HREHFS : 20462674

R OBME (Fi30) -

AR TIE, VoA X T AT OERMEEEMKT 22 "V EERIEL, TOHTENE S H
BEARFN T & 5 cpNUCL & cpNUCSIZ DN THEHT 21T o 72, cpNUCLIZ, in vitro CDNAZ#EEET HHESN
DHDBE N IE THROLEREREEZTED DR ERZ R ETHHZEEHLMNTL
7223, DNAGGEE~DB S IX R oz o7z, 72, epNUC3IT Y AR Y —ARNAD ' a & v 72 b
52 L EHALMT LN, FRICDNAGEL OB S IX R 5o 72, AT, BERERDNAKE RLH|
RV Ry 7 A X s THIFISN TS Z EEH LN LT,

Foepk RO BEE (3£3C) : In this study, 41 proteins were identified as chloroplast
nucleoid-associated proteins by LC-MS/MS analyses. And then, I analyzed about two high
content unknown function proteins, cpNUC1 and cpNUCS3. I found that (1) cpNUC1 protein
has an ability of DNA compaction in vitro but is uninvolved in the cpDNA segregation, and
that (2) cpNUCS3 is involved in hidden break of rrn23 RNA but is uninvolved in the cpDNA
segregation. In addition, I revealed that chloroplast DNA replication is regulated by the

redox rather than chloroplast division/cell cycle.
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1 ATedETa0 giazseser2 [IETE CUECCS 54325 952 15 cp_nuc
2 AT3G10690 gil6630561 GyrA 100341 807 12 cp_nuc
3 AT5GE3420 gil42568733 emb2746 (RNase J) 101061 730 12 cp”

4 AT1G65260 gil18408237 \72“;‘) (PspA/IM30 family protein, 36541 714 10 cpnuc
5  ATCGO0170 i[7525023 RpoC2 157237 646 1 cpnuc
6  ATIG73990 gil6690270  SppA (serine-type endopeplidase) 75724 604 9 opthy
7 ATCGO0190 gi|2196464  RpoB 122246 580 9 cpnuc
8  ATIG69200 il12325093 putative fructokinase 69564 529 7 cpnuc
9 AT3G26650 il166704  GAPA-1 42766 480 8 o

10 AT3G04260 gi|15229259 p;‘:::)(sw domain-containing 103681 478 6  cpnuc
1 ATIG12900 gi[15222111 GAPA2 43105 451 8 o

12 AT1G80030 gil5902381 Similar to DNAJ proteins. 54481 448 8 cp-thy
13 ATCGO0180 gil7525024 Ry 79502 317 5 opnuc
14 AT3G06730 gi|15230779  thiorex 20828 375 5 cp-nuc
15 AT4G39960 gil4490747 Dnad-| rotein 42891 346 4 cp-thy
16 ATSG04130 gi9955568  GyrB 84615 336 6 op-nuc
17 ATCGO0740 gi|7525065 RpoA 38398 323 5 cp-nuc
18 AT2G02740 gil42568881 PTAC1T1 (WHY3) 29766 306 4 cp-nuc
19 AT3G48500 il42565717 ;ZT:':)O (81 domain-containing 79107 206 4 cpnuc
20 ATAG13670 gil4455296  PTACS (peplideglycan binding domain) 49754 207 5 opnuc
21 ATIG74850 gil15221411  PTAC2 (PPR protein) 97120 289 4 cpnuc
22 ATIG42070 gi336390  GAPB 43168 264 5 o

23 AT3G54090 gil15232415  pikB-type carbohydrate kinase 54032 254 3 cpnue
24 AT4G20130 gil42566980 p;‘:;:;‘ (SET domain-containing 55917 244 4 opnuc
25 AT2605620 gi[18396137 PGRS 14398 180 2 opthy
26  AT5G01590 gil7327818  hypothetical protein 65083 178 3 cpenv
27 AT2G44640 gi15146246 Eiﬁ%‘“""""g (acylglycerol 49932 175 3 cpenv
28 AT2G22360 gi|18399949 DNAJ heat shock protein 48358 158 2 cp-thy
29 AT5G51100 gil2072628  FSD2 17792 150 2 opnuc
30 AT2G34640 gi|39104570 PTAC12 61142 149 ] cp-nuc
31 AT3G04590 gil6175163  unknown protein 61142 149 2 nuot
32 AT1G21600 gi|18395008 PTACE 37525 15 FJ cp-nuc
33 AT1G09340 gi|2765081 CsP418 42824 114 1 cp

34 ATIG10522 gil18391169  unknown protein 20524 107 2 opt
35 AT3G09210 6478916 P;Z:ecm')a (KOW domain-containing 37508 106 2 cpnue
36 AT5G54180 gi[15239573 PTAC15 (mTERF-related protein) 56770 % 1 epnue
37 AT2632180 15225202 PTAC1S 16546 73 1 epnuc
38 AT5G20220 gi|18420148 zinc knuckle protein 45393 3 1 me
39 AT5G23310 15237281 FSD3 30512 61 1 opnuo
40 AT5G24314 gi[22327025 PTACT 18891 57 1 cpnue
41 AT 6742 gil3775987 RNA heli 81475 50 1 cp-str
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