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Exploring parasitic protists in animals inhabiting deep—sea
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WFIER R OBEEE (3:37) : Utilizing PCR techniques, the SSU rRNA gene from a novel
alveolate was detected from gill tissues of the bivalves Calyptogena spp. and
Bathymodiolus spp. all of which harbor chemosynthetic bacteria and dominate methane
seeps in Sagami Bay. In addition, the protist detected with PCR was localized within
bacteriocytes of the bivalves with whole-mount fluorescence in situ hybridization.
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