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FZERCE OB (F30) : This main objective of this study is to reveal the interaction between
chemolithoautotrophs and their phages in deep-sea hydrothermal vent ecosystems. We
isolated a novel temperate phage that infected a deep-sea vent chemolithoautotrophic
isolate of Epsilonproteobacteria, and its entire genome sequence was obtained and
analyzed. The widespread occurrence of phage genes in diverse Epsilonproteobacteria
supports early co-evolution between temperate phages and Epsilonproteobacteria prior to
the divergence of their habitats and physiological adaptation.
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