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MR OBEEE (330) : We constructed an in vitro translation system composed of each
purified translation component and Bacillus subtilis ribosome. This system allowed us to
reproduce elongation arrest of B. subtilis MifM in vitro. We also demonstrated that
interactions between the ribosome and nascent polypeptide could be species-specific. We
showed modularity of translation elongation arrest motif of MifM.
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