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Copper-transporting ATPase, CopA, is an ATP-powered ion-pump
which exports excess copper ions from cytoplasm to the opposite side. The X-ray crystal
structures of Ca?*-ATPase, also belonging to the ion-pump family, have been determined
for several different states in the reaction cycle. Comparison of these structures reveals
that large rearrangements in the three cytoplasmic domains are important for ion
transporting in the transmembrane helices. CopA also contains an additional N-terminal
metal binding-domain (NMBD), while it is unclear the functional meaning of it. Therefore,
we performed to determine the X-ray crystal structures of the complex for the cytoplasmic
domains of CopA to elucidate the roles of domain-domain interactions including the NMBD
for Cu-transport.
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