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Electron crystallographic analysis of two dimensional crystals of membrane proteins
maintaining proton gradient

Tani, Kazutoshi

3,400,000 1,020,000

(a
quaporin-4) (H+,K+-ATPase)

) i Our developed software package for electron crystallography is very powerful and e
ffective to determine three dimensional structures of membrane proteins reconstituted into lipid bilayers

includin? aquaporin-4 and gastric H+,K+-ATPase. Using electron crystallography of two-dimensional crystals
, we could elucidate their structures and conformational changes during molecular passages.

aquaporin-4 H+,K+-ATPase
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