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Elucidation of mechanism of color pattern formation in petals
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MFFERC IR OMEEE (J530) ©  Petal color patterns with carotenoids in petals of torenia, crown
daisy, and calendula is caused by overall regulation of carotenoid biosynthesis and cleavage
genes. Not only carotenoid biosynthesis and storage related genes but also various plastid
localized genes showed increased expression in high-carotenoid content region of torenia
petals.
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8. 07 Putative saccharopine cp
dehydrogenase
8.03 Zinc induced N
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