&

N H |

Al 'I
*\
K A K E

#BxXc—19

FEHREBERERX (RENREMANE) HRAREEE
gk 25 4 5 H 15 H BIfE

HEEES : 11301

HZEiER : HEFHE B)

WFIEHARS - 2010~2012

HEES 22780258

MREEE (X)) BIEARTERE S VRO Y T N—LOERIEERER

THZTEEREL (#EX) High resolution transcriptome analysis in protozoan parasites

HRARSE
IiE  Et (YAMAGISHI JUNYA)

RIEKZE - RIEAT A AL - AT #E - B
HREES : 80535328

MZERREOME (F130) : RNA-seq X° TSS-seq (ZfFE IR — 7 =Y —%
W2 B LWEAIIZ Lo THEA OAEY OBAE TR BL 2 R ST 2 2 E B3 FREIC /e > T
W5, FAIIUZEM WA K2 EE L THBD 1 >ThD MY 77 XTIk
L. TOERREMKTHRENR 3 AT VO 21TH 2 & T, HFAT— VDT
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WFIERR R OEEE (F30) : By using RNA-seq and TSS-seq which are one of the application of
next generation sequencers, it becomes possible to obtain transcriptomes of wide variety of
living organisms. We applied the methods on representative three stages which consist of
lifecycle of an obligate, intracellular, parasitic protozoan, 7bxoplasma gondii. As a result,
we demonstrated gene expression profiles of the three stages as well as putative DNA
cis-elements which regulate the gene expression.
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