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WFZE OB (¥30) : Although lentiviral (LV) vector genomic integration step is
essential for gene expression, mutations are found in host genome accompanied with this
step. This aim of project is to develop of the methods for site—specific integration of
LV vector. I fused the essential protein for integration of LV vector and DNA binding
domain which was designed to bind sequence specific DNA. I could not find the
sequence—specific integration of LV vector with these fusion proteins.
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