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IR OE (Fi30) : Epstein-Barr (EB) 7 A /L A MY HAZERAE, /N—F% v b U VN,
LnHEERE ., BRI EORNE R D DERANCEERIFEE Y A VA TH D, EB 7 A /L ADE
RIBI 5 OFIEVEALD L 5 7, BPEXOBLITHRRE L LIRS BR L TR Y . ZOMATITIE
BWCTHD, KFFETIIZ D EB 7 A L ADOFEMALZ HIET 2GR -0, ThbHIck»Thiz
HINAZEY 2 RT 4 v 7 BANAERIZOWTEERNICHENT L. e L7- (Murata et al.,
JBC 2010, 2011, Murata et al., JV 2012).

WHFER - OMEEL (3£3C) : Epstein—-Barr (EB) virus is a causative agent of serious diseases
including infectious mononucleosis, Burkitt’ s lymphoma, nasopharyngeal cancer, or
gastric cancer. Changes of viral lifecycles, such as reactivation from latency, have been
implicated in the severity or state of the diseases, and thus analyzing mechanisms of
such transitions is of importance. We here newly identified transcription factors that
regulate the virus reactivation, and observed epigenetic alterations mediated by those
factors (Murata et al., JBC 2010, 2011, Murata et al., JV 2012)
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F 72, BZLF1 OERE 29 515 R+ &
L. JDP2 #[RE L7z, b-Zip ME& B HH K
FThb JDP2 |L. BILFl1 YuE—%— D
ZIT L EEh b AL X v kT,
CREB/ATF/AP-1 72 ¥ D> b-Zip T¥R5 K+
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7= (Murata et al., JBC 2011),
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