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WFFE R R OBEEE (J53C) : Understanding the mechanism of action of ABC proteins and
developing new therapeutic strategies that target ABC proteins would be considerably
accelerated with the three—dimensional structures. Crystal structure of an
exporter—type ABC transporter from a unicellular eukaryote was determined by the
multiwavelength anomalous dispersion (MAD) method using the X-ray diffraction data
measured at SPring—8. The resolution obtained in this study is best among those of

eukaryotic ABC proteins ever reported to date
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