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In 261G/deletion and 796C/A on the human ABO gene, we could genotype the SNP alleles
based on the mismatches between template-probe duplexes using synthesized RNA,
DNA/RNA chimeric probes, and RNase A. The lengths of probes and the positions of RNA
bases corresponding to the SNP affected the sensitivity and specificity of genotyping.
Furthermore, the genotypes in two loci were identified by probes designed with the
different sizes.
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