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WFFERER OMEEE (F130) : PHF2 OEENIC IS T 5 A BEBERE 2 B & T3 5 % 25 M PHF2
K~ A ZAEH Llc, A~ v RI3MENZEN 2R L. B O/, IEVHaE o 23
Rohi, FAFHEN PHF2 KR~ v X RO g USR5 2 v 72 28k 5 . PHF2
IR e e et 5 Z L2 R Le, £/, PHF2 (3 b2 edEd 55
K+ Tdh% CEBPa & LT, B5{EHEET 2FIC L0 | Bl b2 REL T 5
FRHALMNE R0,

MR R OBEE (30) : To elucidate the role of PHF2 in vivo, we have generated
systemic PHF2 knockout mice. These mice had less adipose tissue compared to their
littermates. Adipose tissue in these mice had decreased size and number of adipocytes.
With in vitro study using primary cells from tamoxifen-inducible PHF2 KO, we have
clarified that PHF2 promotes differentiation of adipocytes. This seemed to be through
coactivation of C/EBP «.
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