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We developed prediction system of the risk of intrahepatic recurrence (IHR) of
hepatocellular carcinoma (HCC) after surgery. IHR-related genes were screened by DNA
microarray and an amplified fragment length polymorphism—based High Coverage Expression
Profiling analyses. Nine genes were identified as IHR-related genes. Those 9 IHR-related
genes showed significant differences of prognosis. Our prediction system consists of the
combination of mRNA levels showed high performance to prediction of IHR within 2 years
after surgery.
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