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DNA methylation profile of tissue dependent and differentially
methylated region in human estrogen receptor—alpha promoter region
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In upstream promoter region of ERa gene, DNA methylation status was unmethylated in
tissues with high ERa mRNA levels, endometrium and mammary gland, and methylated in
tissues with low ER o mRNA levels, placenta and skin. Using the reporter assay, we
demonstrated that DNA methylation at the upstream region of ER«reduced the promoter
activity by about 20%. We suggest the upstream region of ERa is tissue dependent and
differentially methylated region (T-DMR).
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Fig. 1 ERa mRNA expression (ERa/GAPDH)
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Fig. 4 Relativeluciferase expressionlevels
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