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324 of highly methylated genes at promoter region were identified by MeDIP-CGI microarray assay in
oral squamous cell carcinoma cell lines (Ca9-22, HSC-2). Furthermore, the global expression
levels between before and after 5-aza-dC treatment in oral squamous cell carcinoma cell lines
(Ca9-22, HSC-2) were analyzed and 351 of highly up-regulated genes by the treatment were identified.
Finally, 125 of silencing genes by promoter methylation were identified in oral squamous cell

carcinoma cell lines.
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