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We examine that chondrocyte influence due to the abnormal Indian hedgehog pathway
which was important to chondrocyte differentiation. We elucidated a production decrease
in heparan sulfate proteoglycan which was an extra-celler matrix by the abnormality of the
Indian hedgehog pathway. Furthermore, we elucidated that heparan sulfate proteoglycan
was combined with an Indian hedgehog protein. These results suggest that heparan sulfate
proteoglycan might be controlled in the cartilage differentiation through Indian hedgehog
pathway.
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