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The age related hearing impairment is one of the most important problems of the aging
society. To investigate the age related hearing impairment, we paid attention to
mitochondrial DNA SNPs that thought to be related to aging. We performed systemic
mutational analysis of mtDNA in 384 Japanese patients with hearing loss, and detected
2 novel pathogenic mitochondrial variants.
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Mode of Hearing
Location | Mutation
inheritance level
high
2069T>C AD or Mit
frequency
high
2285T>C AD or Mit
16S rRNA frequency
dish
2285T>G Sporadic
shaped
2634T>C Sporadic profound
high
ND1 3595A>G AD or Mit
frequency
high
COI 6204A>G AD or Mit
frequency
ATPase6 | 9124A>G Sporadic unilateral
ND4L 10680G>A Sporadic unknown
high
ND5 13153A>G Sporadic
frequency
Cytb 15003G>C Sporadic profound
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