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Combined effects of unregulated chemicals and wastewater matrix
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In this study, the hydrophobic fractions of treated sewage water were
fractionated into acidic, neutral and basic fractions to clarify the combined effects of these
fractions and unregulated chemicals on human cultured cells, as well as the combined effects of
these fractions and unregulated chemicals on human cultured cells by quartz crystal microbalance
(QCM) to clarify the combined effects of the treated sewage water matrix and unregulated chemicals.
The amount of adsorption was evaluated by quartz crystal microbalance (QCM). The results suggest
that the cellular effects of synthetic hormones are reduced in the presence of the treated water
matrix. The QCM analysis also showed that the adsorption characteristics of synthetic hormones on
each fraction differed depending on the the of synthetic hormone. To ensure the safety of reused
water, water quality management should take into account the role of the treated water matrix.
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