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Mechanism of Membrane Trafficking via Rab Protein Ploteolysis
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The submitted research results have revealed the degradation mechanism of
Rab proteins and the effects of Rab degradation on cellular functions, which had not been clarified
before, and have opened up a new field of intracellular transport mechanism-membrane traffic
research. The results of this research have been presented at meetings of the Japanese Biochemical
Society and the New Academic Frontier in Chemotechnology “ Ubiquitin New Frontier” where experts in
proteolysis gather, and have received a certain amount of recognition. It has also been adopted and
published in iScience, an academic journal affiliated with the highly regarded cell journal in the
field of cell biology, and has received high acclaim, with its contents cited by other researchers.
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