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The understanding of tracheal mesenchyme patterning at single-cell resolution
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In this research, we investigate the transcriptional dynamics of tracheal
mesenchyme patterning at single-cell resolution. The single-cell transcriptome of trachea staged
between 11.5 and 14.5 days of gestation provides a global view of tracheal developmental processes
during the cartilaginous patterning. The network-based computational methods for single-cell
sequencing analysis that predict lineage specification process, and lineage tracing experiments
identify Sox9+ progenitor, which can be differentiated into tracheal chondrocyte and fibroblast
before periodically patterned. These finding provides the knowledge regarding the lineage
specification process of tracheal mesenchyme.
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(Kishimoto et al., Nat Commun 2020, Young et al., Dev Cell 2020)
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