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Drought stress is one of the major environmental conditions which causes a
crop yield reduction all over the world. Furthermore, it is known that the currently ongoing global
warming would cause the severe drought stress conditions more frequently. Purposes of the project
are (1) to reveal drought stress responses in plants which are regulated by a drought
stress-inducible plant hormone abscisic acid (ABA) and (2) to develop an insertional chromatin
immunoprecipitation (iChlP) method to isolate transcriptional complexes in planta using a model
plant Arabidopsis thaliana. As a result of the iChIP, multiple candidate proteins were identified
which regulate ABA biosynthesis during drought and salt stress. The novel molecular mechanisms we
;evealed in this project can include useful insights to generate drought stress tolerant crops in

uture.
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