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Mutations in the MECP2 gene have been implicated in a variety of

neuropsychiatric and developmental disorders, including Rett syndrome (RTT) and autism, although the
precise mechanisms underlying these conditions remain unclear.In this study, we tested the
hypothesis that aberrant activation of glial cells is induced by cDNA derived from the
retrotransposon LINE-1 (L1). To evaluate this, we performed behavioral assessments in MECP2-KO mice
and conducted a comprehensive analysis to identify functional molecules involved in glial cell
activity.As a result, we found that inhibiting the production of L1-cDNA ameliorated RTT-like
behavioral phenotypes in MeCP2-KO mice. Furthermore, inhibition of L1- cDNA production also improved
the aberrant activation of glial cells and neuronal morphological abnormalities.
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