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Gastric cancer microenvironment of immune escape and metabolism based on gastric
cancer subtypes and PET positivity
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Next-generation proteomic analysis (iMPAQT method) of poorly differentiated
gastric cancer showed significantly higher expression of LDHA compared to undifferentiated gastric
cancer. The scRNA-seq analysis of non-solid poorly differentiated gastric carcinoma revealed a large

population with high myofibroblast-related genes. Additionally, gamma-aminobutyric acid (GABA)
receptor signaling was up-regulated in the population with high myofibroblast-related genes. These
results suggest that the metabolic environment may differ by the tumor differentiation.
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