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Molecular biological analysis of the mechanism of thrombus formation by impaired
thrombomodulin binding of abnormal prothrombin

NAGAYA, Satomi
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Asymptomatic prothrombin (PT) Himi (compound heterozygotes of M380T and
R431H) was identified in a family with congenital PT abnormalities. These recombinant PTs were
generated and the molecular characteristics of the abnormal PTs were evaluated. M380T, with severely
reduced coagulation activity, had ATR and TMR. R431H, with moderately decreased coagulation
activity, had no ATR but had TMR. Thus, the bleeding tendency caused by the M380T and R431H
mutations may have been balanced by the easily thrombogenic properties of ATR and TMR, making the

proband asymptomatic.
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