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Relations between pancreatic cancer and adipose tissue under cachexia
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Perigonadal fat weight decreased in mice with orthotopic tumors compared to
those without tumors. By RNA sequencing and real-time PCR validation, pentraxin 3 (PTX3) was
identified as a secreted protein-encoded gene whose expression was significantly higher in the
perigonadal fat of mice with orthotopic tumors than in that of mice without orthotopic tumors. Serum

PTX3 levels correlated with body weight change and were higher in mice with orthotopic tumors than
in those without tumors. In 84 patients diagnosed with metastatic pancreatic cancer, patients with
high serum PTX3 levels showed a greater visceral fat loss/month and skeletal muscle mass index (SMI)

decrease/month than those with low serum PTX3 levels. High serum PTX3 was an independent risk
factor for visceral fat loss, decreased SMI, and poor prognosis.
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