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Challenges to spatiotemporal understanding of cell-cell interactions by RNA
motion
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The data from single cell RNA-seq of cardiomyocytes from pressure-loaded
mouse models were integrated and analysed. The use of time-series single cell data allowed us to
observe real changes over time. Between 1 and 2 weeks of pressure loading, the 0 X P H O S-related
gene cluster was markedly elevated. Furthermore, between 2 and 4 weeks of pressure loading, there
was a marked increase in the genes related to antioxidant stress. This indicates that after the
onset of pressure overload, the OXPHOS is more hyper-activated than ever before in an attempt to

maintain cardiac contractility, but if this is sustained, ROS accumulate and an oxidative stress
response OcCCurs.
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Vaccine therapy for heart failure targeting the inflammatory cytokine Igfbp7 2024
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How Can We Survive the Heart Failure Pandemic Era? Basic Research for Understanding the 2023

Pathophysiology of Heart Failure and Development of Novel Therapies
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