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Simultaneous single cell analysis of intracellular proteins and gene expressions
in Acute myeloid leukemia

Murakami, Koichi

3,500,000

In this study, we developed a novel method for simultaneous analysis of
intracellular proteins including phosphorylated proteins at single-cell level in addition to gene
expression and cell surface proteins using human peripheral blood and bone marrow samples. By
applying this method to the samples from patients with newly diagnosed acute myeloid leukemia (AML)
and comparing them with normal bone marrow samples from healthy donors, we identified intracellular
proteins that are upregulated in myeloid cells and surrounding immune cells in the tumor compared to

normal bone marrow cells. In the future, we will clarify the mechanism of intracellular protein
expression changes and the resulting changes in cellular functions and tumor microenvironment using

AML mouse models.
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