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Inside the cells, there are many structures composed of proteins and nucleic
acids. Because they exist without membranes, they are called membraneless organelles (MOs). MOs are
expected to have a lot of functions, most of which have not been elucidated. To establish the

technique to analyze the function of MOs, we combined CRISPR/Casl3 systems and BiFC, NanoBiT, and
Split-TurbolD, and developed novel methods. We named them BiFC-dCasl13, NanoBiT-dCasl3, and
Split-TurbolD-dCas13, respectively. They are useful for understanding the interaction between
protein and RNA, which is important for MOs.
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