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Integration of metabolic signals at the lysosomes in osteoclasts
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This studK investigated the function of the lysosome, an intracellular
organelle, in osteoclasts. It is known that the acid secreted by osteoclasts initially degrades
minerals, which contribute to bone hardness. Subsequently, the enzyme cathepsin breaks down
collagen, the structural basis of bone, leading to bone degradation. While these mechanisms are
vital for bone metabolism and maintaining health, they can also contribute to diseases such as
osteoporosis. In this study, we focused on the role of intracellular signaling proteins located at
the lysosomal membrane, rather than on acids or cathepsins. The signaling pathway at the lysosomal
membrane, recently discovered, presents a potential target for developing new drugs to treat
osteoporosis.
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Diverse roles of Ragulator protein complex —Beyond mTORC1 activation —
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